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glycosylation inhibitors and membrane glyco 


707-718 


349-354 
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complement control protein C3b_ inactivator 
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see also Endopeptidase 
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a,-antiplasmin purification 229-232 
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active-centre thiol groups 707-718 


localization at tissue-injury sites 835-843 
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antigenic sites 673-680, 681-697 
blood, see Blood proteins 
citraconylation of lysine é-amino group 269-— 
272 
determination and synthesis of antigenic sites 
261-264 
high-mobility-group, see 
proteins 
metallo-, see Metalloproteins 
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673-680, 681-697 
proline-rich, in insect Z-discs 333-339 
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anhydride 269-272 
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Proteoglycan 
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chick-embryo cartilage 193-207 
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207 
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447 
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261-264 
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Proteoglycans 
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residues 355-363 
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103-110 
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preparations 605-611 
Protochlorophyllide oxidoreductase 
NADPH-dependent 277-280 
peptides 277-280 
Protocollagen hydroxylase 
correlation with protein disulphide-isomerase 
873-876 
Protoporphyrin 
regulation of biosynthesis of Neurospora 6- 
aminolaevulinate dehydratase 29-36 
Pseudomonas aeruginosa 
chloroacetone inhibition of aliphatic amidase 
811-826 
Pseudomonic acid A 
binding to isoleucyl-tRNA synthetase 209-219 
inhibition of E. coli isoleucyl-tRNA synthetase 
209-219 
selective toxicity in mammals and bacteria 209- 
219 
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modification of mouse testicular lactate dehydro- 
genase (C,) 365-371 
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348 
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742 
Quinoxaline antibiotics 
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742 


727- 
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Rats 
inter-strain differences in liver UDP-glucuronyl- 
transferase 155-163 
Receptors 
oestrogen, see Oestrogen receptors 
Red blood cells 
cytoplasmic enzymes 63-70 
fractionation into age classes 
Restriction endonuclease 
EcoRI, see EcoRI restriction endonuclease 
Restriction endonucleases 
Physarum nuclear DNA 859-862 
Reticulocytes 
cytoplasmic enzymes 63-70 
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63-70 


165-171 
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agglutination by pepsin-treated immunoglobulin 
M_ 183-191 
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human pregnancy-associated protein A 799- 
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interaction with monomeric haemin 95-102 

Sex 
blood protein patterns 

Skeletal muscle 
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Slime mould, see Physarum polycephalum 

Solanum tuberosum, see Potato 
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665-668, 777-783 
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421-427 
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Testis 
lactate dehydrogenase (C,) 365-371 
nuclear high-mobility-group proteins in trout 
661-664 
Thermoascus aurantiacus 
cellulases 83-94 
Thermodynamics 
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IMP dehydrogenase active site 
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resolution 373-388, 389-393 
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393 
Thioneins, see Metallothioneins 
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disulphide oxidoreductases 373-388, 389- 
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Triazine dyes 
affinity chromatography of 6-phosphogluconate 
dehydrogenase 53-62 
affinity labels for nucleotide-dependent enzymes 
247-251 
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exo-f-1,3-glucanase 863-866 
growth on barley f-glucan 863-866 
Trichosporon cutaneum (yeast) 
degradation of aromatic compounds 37-43 
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phosphorylase b kinase 547-554 
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547-554 
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phosphorylase kinase 851-854 
skeletal muscle 851-854 
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high-mobility-group proteins in testis nuclei 
661-664 
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protein degradation 21-28 
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transport of vitamin D and metabolites 401- 
410 
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761-768 
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849 
Wheat germ 
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145 
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e.p.r. 265-267 
X-ray absorption spectroscopy 
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Zona pellucida 
f-N-acetylhexosaminidase action 827-834 








